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Abstract. Life Sciences have emerged as a key domain in the Linked
Data community because of the diversity of data semantics and formats
available through a great variety of databases and web technologies. Un-
fortunately, bioinformaticians are not exploiting the full potential of this
technology and experts in Life Sciences have real problems to discover,
understand and devise how to take advantage of these interlinked data.
In this context, we have implemented Bioqueries, a wiki-based portal
that is aimed at community building around biological Linked Data
(http://bioqueries.uma.es/). This space offers a collaborative plat-
form in which users can create, modify, execute and share biological
SPARQL queries.

1 Introduction

The amount of biological information has increased over the last few years.
The way that we share and access this information has been altered by the
lowering of the barriers to accessing this data. However, despite the accessibility
of such biological data, the application developers have difficulties in reusing
this information. Therefore, in an effort to address this problem, the Linked
Data (LD) technology has emerged. LD is defined as a set of best practices
(using standards) with the objective of connecting, sharing and exposing data
and knowledge. In the Life Sciences domain, the LD tools are not targeted at
biologists because they do not take into account end-user usability. Therefore,
there have been some attempts to improve the application of this technology to
the biological domain such as the EBI RDF platform [2].

Bioqueries aims to start the process towards a greater understanding of Life
Sciences LD sources through a collaborative environment based on social net-
works [1]. Bioqueries opens up a way to build-up communities around a shared
interest in certain biological domains using public LD. This is achieved by shar-
ing a virtual space for the design and execution of (federated and non-federated)
SPARQL queries that are executed and documented using natural language de-
scriptions. Since 2011, the Bioqueries platform has grown to contain 279 query
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entries (27 out of them are federated), more than 1000 registered users and 60
endpoints.

2 Bioqueries platform

In this section, the Bioqueries features implemented are listed as follows:

– Bioqueries provides a SPARQL registry in which users can suggest and add
new endpoints that will be checked by users with administrator privileges.
In order to interrogate each endpoint, Bioqueries includes a query registry
for federated and non-federated SPARQL queries.

– Parameterized SPARQL query execution allows users to retrieve information
introducing values for the query parameters. The results are shown in HTML,
RDF/XML, N3 and graph.

– Bioqueries navigation is also available. A query explorer allows the queries
in a list to be organized according to different topics. The portal provides
a query search engine with an advanced search option. Bioqueries content
includes a set of 279 query entries that have been increasing since the initial
112 queries. These queries are classified under different biological categories.

– An interesting Bioqueries feature is the federated SPARQL queries which
retrieve information from multiple distributed endpoints. The information
retrieved is useful for taking full advantage of the LD in the biological do-
main.

Bioqueries is a social platform for sharing and executing SPARQL queries and
tries to bring end-users with biological or bioinformatic backgrounds closer to LD
technology. Registered users can design queries from scratch or using the clone
option to edit any query that has been already registered. Users can exchange
opinions, learn and obtain results from SPARQL queries for their research field.
As a result of the success of the Bioqueries social community, new features are
being implemented to improve the user experience.
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